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Abstract: Microbial Research in Western Thong Pha Phum Project (Wanchern
Potacharoen National Center for Genetic Engineering and Biotechnology Thailand) Western Thong Pha
Phum is one of the area-based research program of Biodiversity Research and Training (BRT)
starting in 2001. The microbial research in this area includes 1) the study of microbial diversity
focusing on acetic acid bacteria 2) the utilization microbial resources as biocontrol focusing on
insect pathogenic fungi and 3) local knowledge and bioresource management using termite
mushroom as a tool for investigation. The research team on acetic acid bacteria reported that 139
isolates from this area can be grouped into 3 genera and 4 species. At least 7 isolates are expected
to be new species. The fungal research showed interesting results that total isolates of fungi (114
isolates) from infected mites were identified as Hirsutella thompsonii Fisher. The crude filtrate of
most isolates contained toxic metabolites which inducing abnormal development of cutworm
larvae (Spodoptera litura). Some isolates caused mortality in the larval stage, incomplete
pupation, incomplete adult emergence and abnormal adults. These isolates of bacteria and fungi
were preserved at BIOTEC Culture Collection for further investigation. The use of termite
mushroom (Termitomyces) as a tool for investigation of the local knowledge and bioresources
management revealed that this mushroom has the economic important to the local people in this
area. The net value of the utilization of this mushroom vyields almost 700 thousand Baht during
March to May. The collecting of this mushroom must be carefully done by hand not by any
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sharpening tools which would affect the future appearance of Termitomyces. The village
representatives for data collection include Thai, Karen, and Burmese.

Key words: acetic acid bacteria, insect pathogenic fungi, bioresources utilization
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